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Informacion General

Area de Investigacién

Ciencias Agrarias

Centro/lnstituto

CEBAS-CSIC

Grupo de Investigacion

Nutricion Vegetal

Tema de investigacion del grupo:

Tolerancia de las plantas a la combinacion de estreses abiéticos

Provincia

Murcia

Correo de contacto

rmrivero@cebas.csic.es

Pagina Web de referencia

http://cebas.csic.es/dep_spain/nutricion/nutri_lineas.html

Detalles Sobre la Oferta

Referencia proyecto
PGC2018-095731-B-100
Tema de Investigacion:

DESCIFRANDO LA INTERACCION ENTRE ABA, ROS Y LOS NRS BAJO CONDICIONES DE ESTRESES ABIOTICOS COMBINADOS MEDIANTE APROXIMACIONES FISIOLOICAS, BIOQUIMICAS Y MOLECULARES.

Ambito (dentro del 4rea de investigacién):

Fisiologia vegetal, biogquimica vegetal, biologia molecular, metabolémica, transcriptémica, rutas biosinteticas relacionadas con la tolerancia al estrés

Palabras Clave

Alta temperatura, salinidad, mutantes de tomate, RNAseq, metabolomica, ROS, NRS, Fotosintesis, fluorescencia
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Resumen del Proyecto (100-3000 palabras)

Abiotic stresses such as drought, heat or salinity are major causes of yield loss
worldwide. Recent studies from our research group have revealed that the
acclimation of plants to a combination of different environmental stresses is
unique and therefore cannot be directly deduced from studying the response of
plants to each of the different stresses applied individually. In this light,
improving plant growth and productivity under climate change conditions
predicted will be one of the most challenges tasks, but necessary to meet the
feed needs of the increasing world population in the near future. There are
numerous processes that stimulate the development and growth of plants.
Such processes are continuously governed directly or indirectly by
phytohormones. In this sense, ABA plays important roles in many cellular
processes including seed development, dormancy, germination, vegetative
growth, and environmental stress responses. Although much remains to be
learned about ABA regulatory mechanisms, evidence thus far indicates that
ABA biosynthesis is subject to complex regulation during plant development
and in response to environmental stresses. The new challenge is to
understand how its biosynthetic pathway is regulated and how it may articulate
and interconnect with other important stress-related pathways under abiotic
stress combination. This project aims at generating fundamental knowledge
oriented toward understanding the main mechanisms implied in the plant
response to abiotic stress combinations, with and special emphasis in ABA and
its relationship with other stress-related pathways. We will focus primarily on
the characterization of the main physiological, biochemical and molecular
changes observed in ABA tomato mutants “sitiens” (sit) and “flacca” (flc), both
with the last step in ABA synthesis truncated, under the combination of salinity
and heat. We will focus with special emphasis in the interplay between ABA,
ROS and nitrogen metabolism signaling during abiotic stress combination. In
addition, more transversal objectives will be addressed, including the
morphological and structural characterization of the different mutants under
stress combination, the generation of transcriptomic, metabolomics and
ionomics data from the two ABA mutants, and ABA effect on yield and fruit
guality under the field environment.
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